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@ Harknessia gibbosa strain CBS 120033 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
8 Cytospora eucalypticola culture CBS: 122689 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosoma RNA gene, and internal transcribed spacer 2, compl ete sequence; and 28S ribosomal RNA gene, partia s...

@ Valsafabianae strain CBS 120064 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
o 9 Cytosporatransucens strain CZ320 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
Qg L eucostoma niveum strain CZ596 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene and internal transcribed spacer 2, compl ete sequence; and 28S ribosomal RNA gene, partial sequence
) @ L eucostoma niveum strain CZ595 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
@ Cytospora cf. austromontana JZG-2008 culture CBS:122688 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosoma...
g Valsasordida strain CZ421 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
@Vasasordidastrain CZ325 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
8 Phaeodiaporthe appendicul ata strain D76 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
@ Phaeodiaporthe appendiculata strain D77 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
Q Q 8 Phomopsis sp. strain UNIJAG.PL.OP893 internal transcribed spacer 1, partial sequence; 5.8S ribosoma RNA gene and internal transcribed spacer 2, complete sequence; and large subunit ribosomal RNA gene, partial sequence
@ Coniothyrium platani strain UNIJAG.PL.OP887 small subunit ribosoma RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and large subunit riboso...
@ Stenocarpella maydis strain Sm.A1-1 28S-18S ribosomal RNA intergenic spacer, partial sequence; 18S ribosomal RNA gene, internal transcribed spacer 1, 5.8S ribosoma RNA gene, and internal transcribed spacer 2, complete sequence; and 28Sri...

Q
9 @ uncultured Diaporthales genomic DNA sequence contains 18S rRNA gene, ITS1, 5.8SrRNA gene, ITS2, 28S rRNA gene, clone 9d3042f2
s 9@ Phomopsis sp. QJC-1893 5.8S ribosomal RNA gene, partial sequence; internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
g @ Phomopsis sp. DMTMMF 001 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
Q 9@ Phomopsis longicolla strain CZ105B internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene and internal transcribed spacer 2, compl ete sequence; and 28S ribosoma RNA gene, partial sequence
3 iy @ Phomopsis sp. strain UNIJAG.PL.OP822 small subunit ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and large subunit ribosomal RN...
9@ Phomopsis sp. PHAg 5.8S ribosomal RNA gene, partial sequence; internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence

@ Talekpea foeticia culture CBS:325.79 strain CBS 325.79 large subunit ribosoma RNA gene, partial sequence
@ Stilbospora longicornuta strain D71 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosoma RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosoma RNA gene, partial ..

g Stilbospora orientalis strain D90 18S ribosoma RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial seque..
o @ Stilbospora orientalis strain D91 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial seqg...
@ Stegonsporium opalus strain D89 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial seq..

@ Stegonsporium pseudopyriforme strain D72 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, compl ete sequence; and 28S ribosomal RNA gene, ...
Qo 038tegonsporium pyriforme strain D85 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosoma RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosoma RNA gene, partial ..
@ Stegonsporium pyriforme strain D87 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partidl...

S 9 Hapalocystis berkeleyi strain D84 5.8S ribosomal RNA gene, partial sequence; internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
@ Hapalocystis kickxii strain D83 5.8S ribosomal RNA gene, partial sequence; internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
@ Coryneum depressum strain D202 small subunit ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, compl ete sequence; and large subunit ribosomal RNA gene, pa.

o o
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@ Calospora arausiaca strain MFLUCC 13-0568 large subunit ribosomal RNA gene, partial sequence
@ Coryneum lanciforme strain D215 small subunit ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and large subunit ribosomal RNA gene..
@ Coryneum umbonatum strain D201 small subunit ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and large subunit ribosomal RNA gene, partial sequ...

Q
¢ @ Coryneum modonium strain D203 small subunit ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and large subunit ribosomal RNA gene, partial

Q

Q
9 9 Pseudovalsa modonia culture CBS: 125640 strain CBS 125640 large subunit ribosomal RNA gene, partial sequence
9 Coryneum arausiacum MFLUCC 15-1110 28S rRNA gene, partial sequence; from TY PE material



